Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.104; data-to-parameter ratio = 14.2.
There are two independent molecules in the asymmetric unit of the title compound, C 24 H 22 N 2 O 4 S 3 . In each, the sulfonamide N atoms reveal nearly a trigonal-planar geometry with two S atoms of the O S O groups and one C atom of the thiazole ring; the angles around the N atoms are between 117.00 (13) and 123.86 (9) . The methylphenylsulfonyl groups are in anti conformations, forming dihedral angles of 78.00 (7)/ 72.53 (5) and 77.09 (6)/71.50 (7) with the trigonal S-N-S planes in the two molecules. The thiazole groups are rotated around the C-N bonds and are almost perpendicular to the S-N-S plane [dihedral angles of 78.00 (7)/72.53 (5) and 77.09 (6)/71.50 (7) ]. In the crystal, pairs of C-HÁ Á ÁO interactions, with the O atoms of the sulfonamide groups as acceptors, link each of the independent molecules into inversion dimers. 
Related literature

Data collection
Bruker APEXII CCD area-detector diffractometer 18770 measured reflections 8539 independent reflections 6755 reflections with I > 2(I) R int = 0.035 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.104 S = 0.98 8539 reflections 602 parameters 2 restraints H-atom parameters constrained Á max = 0.23 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx þ 1; Ày þ 2; Àz.
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL2013 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009). This work was funded by PIFI-2011. The authors from the Universidad Autó noma de Yucatá n are grateful to the Instituto de Química, Universidad Nacional Autó noma de Mé xico, for permission to the perform the X-ray analysis. We thank Br Hector Peniche Pavia for his participation in the synthetic procedure.
Comment
Sulfonamide thiazoles are structural units frequently found as parts of skeletons of bioactive compounds including antimicrobials agents (Annadurai et al., 2012) , anticonvulsant agents (Farag et al., 2012) or inhibitors of Nek2/Hec1 (Xiao-Long et al., 2009) . Due to the importance of thiazole derivatives, we synthesized (I) N- [4-(p-tolyl) thiazol-2-yl]-4methyl-N-(4-methylphenylsulfonyl)benzenesulfonamide, and discuss the geometry of the molecule and its conformation.
The compound was obtained by the reaction of 4-p-tolyl-thiazol-2-ylamine in an excess of 4-methyl-benzenesulfonilchloride.
The title compound I crystallized with two independent molecules (A and B) in the asymmetric unit (Fig. 1) . The geometries around the N13 and N42 atoms are almost trigonal planar with bonding angles ranging from 117.00° to 123.86°. The sulfonamide nitrogen atoms are bonded to a carbon atom of the thiazole ring and two sulfur atoms of the O=S=O groups, the distances of the C-N bonds are of 1.426 (2) Å for both molecules, and the N-S bonds are between 1.6902 (16) and 1.7040 (17) Å. The thiazole rings are rotated around C-N bond foming the dihedral angles of 85.57 (5)° and 89.28 (5)° with the planes O2S-N-SO2, in molecule A and B, respectively. The methylphenylsulfonyl groups keep anti-conformations forming a dihedral angles of 78.00 (7)°, 72.53 (5)° and 77.09 (6)°, 71.50 (7)° with the trigonal plane S -N-S, in the molecules A and B, respectively. The sulfur atoms of the sulfonamide groups are in a distorted tetrahedral geometry with angles varying from 103.43 (8) to 121.39 (1)°, and S=O bonds from 1.4175 (15) to 1.42358 (14) Å. The thiazole and p-tolyl groups in the molecule B exhibit a coplanar arrangement, while in the molecule A these moieties form an angle of 17.20 (7)° between these planes. Each independent molecule form a dimer arrangement by C-H···O interactions (Table 1, Fig. 2 ). The crystal packing in the title compound is stabilized by the C-H···O=S intermolecular interactions.
Experimental
A mixture of 4-p-tolyl-thiazol-2-ylamine (200 mg, 1.05 mmol), 4-methyl-benzenesulfonyl chloride (600 mg, 3.15 mmol), triethyl-amine (0.293 mL, 2.1 mmol) and dimethyl-pyridin-4-yl-amine (12.8 mg, 0.105 mmol) in dichloromethane (0.1 M, 11 mL) was stirred in a 50 mL round bottom flask at room temperature for 12 h, and the reaction was monitored by TLC. Then, the reaction solution was quenched by addition of water with stirring and extracted with dichloromethane.
The organic layers were dried over magnesium sulfate, and the solvent was removed under reduced pressure. The residue was crystallized from acetone to yield single crystals of the title compound (314 mg, 0.63 mmol, 60%). 
Refinement
H atoms were included in calculated position (C-H = 0.93 Å for aromatic H, and C-H = 0.96 Å for methyl H), and refined using a riding model U iso (H) = 1.2 U eq of the carrier atoms. In the refinement 10 reflections were considered as disagreeable and were omitted.
Computing details
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT (Bruker, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL2013 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The asymmetric unit of the title compound (I). All non-hydrogen atoms are shown as ellipsoids with probability level of 40%. Hydrogen atoms are omitted.
Figure 2
Hydrogen bonds in the crystal packing of the title compound, shown by dashed lines. 
4-Methyl-N-(4-methylphenylsulfonyl)-N-[4-(4-methylphenyl)-1,3-thiazol-2-yl]benzenesulfonamide
Data collection
Bruker APEXII CCD area-detector diffractometer Detector resolution: 0.83 pixels mm -1 ω scans 18770 measured reflections 8539 independent reflections 6755 reflections with I > 2σ(I)
Hydrogen site location: inferred from neighbouring sites H-atom parameters constrained w = 1/[σ 2 (F o 2 ) + (0.0613P) 2 ] (Δ/σ) max = 0.002 Δρ max = 0.23 e Å −3 Δρ min = −0.28 e Å −3 Extinction correction: SHELXL2013 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0092 (7) Special details Geometry. All e.s. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.21107 (6) (13) N13 0.0477 (9) 0.0453 (9) 0.0341 (9) −0.0068 (8) 0.0001 (7) −0.0011 (7) S14 0.0445 (3) 0.0420 (3) 0.0381 (3) 0.0013 (2) −0.0042 (2) −0.0050 (2) O1 0.0406 (7) 0.0500 (8) 0.0549 (9) −0.0001 (6) 0.0021 (6) −0.0089 (7) O2 0.0681 (10) 0.0569 (9) 0.0405 (8) 0.0041 (7) −0.0144 (7) −0.0059 (7) C15 0.0442 (11) 0.0406 (11) 0.0409 (11) −0.0020 (9) −0.0034 (9) −0.0048 (9) 
